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Variation Structurales
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A decade of structural variants: description, history and methods to detect structural variation
Briefings in Functional Genomics, Volume 14, Issue 5, 1 September 2015



Variation Structurales - Méthodes
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Triticum aestivum genome

T. aestivum history

A genome lineage B genome lineage D genome lineage
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Science. 2014 Jul 18;345(6194):1251788. doi: 10.1126/science.1251788.
A chromosome-based draft sequence of the hexaploid bread wheat (Triticum aestivum) genome.

International Wheat Genome Sequencing Consortium (IWGSC).
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Repeat Content: 85% TE
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Science. 2018 Aug 17;361(6403). pii: eaar7191. doi: 10.1126/science.aar7191. Epub 2018 Aug 16.
Shifting the limits in wheat research and breeding using a fully annotated reference genome.
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https://www.ncbi.nlm.nih.gov/pubmed/25035500
https://www.ncbi.nlm.nih.gov/pubmed/?term=International Wheat Genome Sequencing Consortium (IWGSC)[Corporate Author]
https://www.ncbi.nlm.nih.gov/pubmed/30115783

Breed

Variation Structurales - NGS sur 3B ////

Reséquencage chromosomes 3B de blé tendre

Isoler chromosome 3B: cytométrie de flux
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Variation Structurales - NGS sur 3B ////\fvheat

Pindel: Pair-end + Split-read si info disponible pour faire le calling des points de
cassure.
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Variation Structurales - OTV

OTV: signatures de PAV ?
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Presence-absence variations

Kitt J., Paux. E
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